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EDUCATION

2017 Doctor of Philosophy, Duke University, Durham, NC
Center for Genomic and Computational Biology; Nicholas School of the Environment
Dissertation: Ecological and Evolutionary Factors Shaping Animal-Bacterial Symbioses: Insights
from Insects & Gut Symbionts
Advisor: Jennifer J. Wernegreen, PhD

2011 Bachelor of Science, The University of Akron, Akron, OH

Majors: Biochemistry, Biology; Minor: Spanish
Advisors: Stephen C. Weeks, PhD and John M. Senko, PhD

RESEARCH EXPERIENCE

2024 — Present Assistant Professor, University of California Riverside
Department of Molecular, Cell and Systems Biology, Riverside, CA

2022 - 2024  Acting Assistant Professor, University of Washington
University of Washington School of Medicine, Department of Pediatrics, Division of Infectious
Disease, Seattle, WA

2017 - 2022 Research Scientist lll/ Postdoctoral Fellow, Seattle Children’s
Seattle Children’s Research Institute, Center for Global Infectious Disease Research, Seattle, WA
(Pls: Heather Jaspan, MD, PhD; Rhea Coler, PhD)

2016 — 2023  Visiting Researcher, University of Cape Town
Institute of Infectious Disease & Molecular Medicine, Cape Town, South Africa

2012 - 2017 Predoctoral Fellow, Duke University
Nicholas School of the Environment, Durham, NC (PI: Jennifer Wernegreen, PhD)

2009 — 2011  Research Assistant, The University of Akron
Department of Biology, Akron, OH

2010 -2011 Research Assistant, The University of Akron
Department of Geosciences, Akron, OH

AWARDS AND HONORS

2021 -2027  Pathway to Independence Award, Eunice Kennedy Shriver National Institute of Child Health and
Human Development, National Institutes of Health, Department of Health and Human Services

2021 -2022 Loan Repayment Program Renewal Award, Pediatric Research, National Institute of Allergy and
Infectious Disease, National Institutes of Health, Department of Health and Human Services

2020 Research Scholarship, 4th HIV Research for Prevention Conference (HIVR4P), International
AIDS Society



2020 - 2021 Ruth L. Kirschstein National Research Service Award Individual Postdoctoral Fellowship, Eunice
Kennedy Shriver National Institute of Child Health and Human Development, National Institutes of
Health, Department of Health and Human Services

2019 New Investigator Scholarship, 2020 Conference on Retroviruses and Opportunistic Infections
(CROI), International Antiviral Society-USA

2019 - 2021 Loan Repayment Program, Pediatric Research, National Institute of Allergy and Infectious
Disease, National Institutes of Health, Department of Health and Human Services

2019 International Scholarship, 10th International AIDS Society Conference on HIV Science,
International AIDS Society

2018 Travel award, 4" International Workshop on Microbiome in HIV, National Institutes of Allergy and
Infectious Diseases, National Institutes of Health

2015 - 2016 Graduate Research Opportunities Worldwide Travel Award, National Science Foundation

2013 - 2016 Graduate Research Fellowship, National Science Foundation

2011 Undergraduate Researcher of the Year, The University of Akron

2011 Outstanding Undergraduate Research Award, The University of Akron

2011 Dr. Paul Acquarone Award in Plant Sciences, The University of Akron

2010 Placed 1st overall, Conference on Integrated Bioscience, The University of Akron

2007 - 2008 Honors Recognition Scholarship, The University of Akron
2007 - 2008 Presidential Scholarship, The University of Akron

RESEARCH FUNDING

Current funding

R21HD114512 ($137,500 annual DC) 9/14/2024 — 8/31/2026
Eunice Kennedy Shriver National Institute of Child Health and Human Development

National Institutes of Health

Pl: Brown

NIH Exploratory/Developmental Research Grant

Title: Viral determinants of Bacterial Vaginosis and HIV acquisition risk in the female genital tract

Description: This project utilizes integrative metagenomics to characterize the interplay between vaginal viral and
bacterial communities, how they interact to drive dysbioses, and how these dynamics may alter HIV acquisition
risk. Role: Principal Investigator

ROOHD106861 ($250,000 annual DC) 09/17/2024 — 8/31/2027
Eunice Kennedy Shriver National Institute of Child Health and Human Development

National Institutes of Health

Pl: Brown

NIH Pathway to Independence Award

Title: Identifying inter-kingdom microbial determinants of altered immunity in HIV exposed infants

Description: The project utilizes integrative multiomic techniques and gnotobiotic mouse models to characterize
the effects of the expanded gut virome of HIV-exposed infants on their bacterial microbiota and responses to
vaccination. Role: Principal Investigator

Completed research funding

K99HD106861 ($100,000 annual DC) 9/1/2021 — 8/31/2023
Eunice Kennedy Shriver National Institute of Child Health and Human Development
National Institutes of Health



Pl: Brown

NIH Pathway to Independence Award

Title: Identifying inter-kingdom microbial determinants of altered immunity in HIV exposed infants

Description: The project utilizes integrative multiomic techniques and gnotobiotic mouse models to characterize
the effects of the expanded gut virome of HIV-exposed infants on their bacterial microbiota and responses to
vaccination. Role: Principal Investigator

L40AI147257 ($20,000 annual DC) 7/1/2019 — 6/30/2022
National Institute of Allergy and Infectious Diseases

National Institutes of Health

Pl: Brown

NIH Extramural Loan Repayment Program for Pediatric Research

Title: Influence of gut virome on bacterial microbiota and vaccine responsiveness in HIV-exposed infants
Description: The project aims to characterize the effects of maternal HIV infection on infant endogenous microbial
communities and their responses to vaccination. Role: Principal Investigator

F32HD102290 ($70,000 annual DC) 4/1/2020 — 3/31/2023
Eunice Kennedy Shriver National Institute of Child Health and Human Development

National Institutes of Health

Pl: Brown

NIH Ruth L. Kirschstein National Research Service Award Individual Postdoctoral Fellowship

Title: Influence of gut virome on bacterial microbiota and vaccine responsiveness in HIV-exposed infants
Description: The project aims to characterize the effects of maternal HIV infection on infant endogenous microbial
communities and their responses to vaccination. Role: Principal Investigator

NSF1106401 ($40,000 annual DC) 9/1/2013 — 8/31/2016
National Science Foundation

PI1: Brown

NSF Graduate Research Fellowship

Title: Ecological and evolutionary forces shaping animal-bacterial interactions

Description: The project aims to identify mechanisms underlying genomic adaptation of bacterial mutualists living
inside of animal hosts. Role: Principal Investigator

NSF1106401 ($20,000 annual DC) 8/1/2015 - 7/31/2016
National Science Foundation, United States Agency for International Development

Pl: Brown

NSF Graduate Research Opportunities Worldwide, and USAID Research and Innovation Fellowship

Title: Structural and functional dynamics of vaginal microbiota associated with altered HIV susceptibility
Description: The goal of this study is to identify shifts in vaginal bacterial microbiota that are associated with
elevated HIV susceptibility in adolescent South African women. Role: Principal Investigator

DUSOM1075 ($10,000 annual DC) 2/1/2016 — 1/31/2017
Duke University

Pl: Wernegreen

Research Grant, Duke University School of Medicine

Title: A world within: Diversity and dynamics of bacterial communities inhabiting ants

Description: The purpose of this study is to identify mechanisms and dynamics of bacterial transmission between
interacting hosts and across developmental stages. Role: Co-Investigator

DUNSOE0789 ($10,000 annual DC) 1/1/2016 — 4/30/2017
Duke University

Pl: Wernegreen

SEED grant, Duke University Nicholas School of the Environment

Title: Evolutionary dynamics across the genomes of persistent gut bacterial associates

Description: This project aims to characterize the genomes of persistent gut bacteria and to identify selective
pressures acting on these associates via adaptation to the gastrointestinal tract. Role: Co-Investigator.
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TEACHING AND MENTORING

Courses taught

Biol119: Introduction to Genomics and Bioinformatics

University of California Riverside

Role: Instructor

Description: This upper-level undergraduate course focuses on contemporary topics in genomics, metagenomics,
and single-cell approaches, with applications to the human microbiome.



Mentoring

Advising: Research
Current:
2 PhD students; 1 MS student:

1. Mia Miyatake, Microbiology PhD student, University of California, Riverside

2. Tejsi Dhameliya, CMDB PhD student, University of California, Riverside

3. Angela De Guzman, Microbiology MS student, University of California, Riverside

4. Annabelle Lu, CMDB Undergraduate student, University of California, Riverside
Past:

5 undergraduate researchers; Representative trainees:

1. Carlton Adams, Undergraduate trainee, Duke University; Currently, PhD Candidate, The Feinberg School
of Medicine, Northwestern University

2. Eric Song, Undergraduate trainee, Duke University; Currently, Software Development Manager, Amazon
Web Services

3. Aubrey Brown, Undergraduate trainee, Seattle Children’s; Currently, Medical student, School of Medicine,
University of Washington

4. Adijat Jimoh, PhD student, University of Cape Town

OTHER

Editorial boards
Review Editor, HIV and STIs section, Frontiers in Reproductive Health

Reviewing activities

Journals:

Clinical and Translational Medicine
Gut Microbes

Microbiology Spectrum
Microbiome

mSystems

PLOS ONE

Symbiosis

Funding Agencies:

Mucosal Immunology Studies Team (MIST), ZRG1 KUDS-M(55), National Institutes of Health, March 2026
Human Virome Program Special Emphasis Panel, National Institutes of Health, July 2025

Pediatric HIV/AIDS Cohort Study (PHACS), ZHD1 DSR-H (55), National Institutes of Health, April 2025
Common Fund Human Virome Program, ZRG1-IIDA-E (50) R, National Institutes of Health, May 2024
Population-based Research in Infectious Disease (PRID) Study Section, National Institutes of Health, October
2023

R packages developed

pico: a suite of compositional data analysis functions targeted for marker gene (16S/18S/ITS) and metagenomic
microbiome datasets, including a novel transformation that couples an L1 penalized matrix decomposition to the
isometric log ratio transformation.

microfiltR: identifies and corrects for multiple sources of contamination (exogenous and cross) in compositional
marker gene surveys. Available at https://github.com/itsmisterbrown/microfiltR



